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Solubilization and refolding profiles of inclusion body proteins by pulsed electric field (PEF) treatment were
investigated. Enhanced green fluorescence protein (EGFP) and Candida antarctica lipase B (CALB) were used as
the model proteins. EGFP inclusion body was successfully solubilized by PEF treatment and the percentage
solubilization was increased with the increase of the initial insoluble protein concentration. The soluble protein
concentration 269 mg/ml and percentage solibilization 5.5% were obtained by the 20 min PEF treatment in 3 mg/ml
initial insoluble protein suspension. Fluorescence of EGFP, which is indicating refolding of EGFP protein, was
detected in the solubilized protein fraction. CALB inclusion body was also solubilized by PEF treatment and addition
of surfactant (0.1% triton-X100) synergistically increased percentage solubilization by PEF treatment. The
percentage solubilization 7.4% was obtained, and lipase activity was also detected in the solubilized protein solution.
Increase of the PEF applied voltage increased percentage solubilization slightly and shorten the treatment time to
obtain maximum solubilization percentage. Although further knowledge accumulation of protein behavior in PEF is
necessary, PEF treatment could be widely applicable to the inclusion body protein solubilization and refolding.
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